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630 640 650 660 670 680 690 F00 710 T20 T30 F40 T50
CGCGCTGG TTTGGTATTCCTCAGGACCGCACCCGOCGTTTTCGTTGTGGGTTTCC TC TTATCG GOTTTACAGGAG C TATGGACATTTTTCAGTGGCCGACTCC CGT
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T60 T70 T80 790 800 810 820 830 840 850 860 870
TCCGGATGCG G CGOCTTAT TTGGCC GG CCTGGGAGTTTGGG ACC TCGATG G TTTCATC G COTGG ATGTTCCGTATGAGCTCACCGTTCATTCTGTCATTG
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880 890 900 910 920 930 940 950 960 970 980 990
GCAATAGCAAGGAGTTAG GTTT ACCTAATCATGTCAGCTTTAATCCTAAGAGTGAT GTTT AACGTGG T GAT GG AGGGCGATACGTC TAG GAGTTTCAAGCGITCTCCACCGCTTCC G

1000 1010 1020 1030 1040 1050 1060 1070 1080 1090 1100
TACTCT C GACCGTGN N NAC GGG CAATG GTTCATTTACATCC CGCTG C GC GNG C TICACAGTACGTG GCTCTGCQACCCTGCA GAGTGTG CCOG ACTGG TAC NT

1110 1120 1130 1140 1150 1160 1170 1180 1190 1200
cCCG GAMNT CCWN CTGG AT TGGT TCC TG TTAGC CCGGG WCANC ANNW NT C®WNCG T NCT GIC TG G NCGCNN N TT GG C TAC G




